
Predicted Secondary Structure
purK_Ealb_170767901 73
purT_Ecol_157158666 107
purP_Aful_11497733 116
purD_Ecol_89110033 102
carB_Ecol_170680299 668
carB_Ecol_170680299 122
BH1132_Bhal_15613695 109
AmirDRAFT_03860_Amir_226865117 133
btrJ_Bcir_70720850 133
bacD_Bsub_73917631 131
AmirDRAFT_67910_Amir_226871503 446
dabC_Afri_126635114 103
rimK_Ecol_157157767 93
LysX_Tthe_55981876 82
cofF_Mjan_62906875 90
rimK_Mace_20092084 102
M446_5781_Mesp_170743848 95
SYN1_Hsap_553653 218
rimK_Mmar_45357999 85
Tbd_1453_Tden_74317471 276
Sde_2915_Sdeg_90022557 275
mvdD_Paga_183206718 118
E2348C_2113_Ecol_215487195 110
tupA_Bhal_15616218 240
wfdR_Ecol_168481266 70
RoseRS_2617_Rsp._148656738 81
CYA_1908_Syn_86606555 93
GAU_1359_Gaur_226226765 83
CY0110_29209_Csp._126659694 31
PA1766_Paer_15596963 34
A51_B0864_Vcho_153802422 104
BT_2943_Bthe_29348352 300
ALIPUT_01709_Aput_167753435 101
GL50803_95661_Glam_159108006 100
Mlg_0239_Aehr_114319401 71
TK90DRAFT_2815_Tsp._224818354 337
ddl_Ecol_1942281 90
MXAN_4097_Mxan_108757010 448
BselDRAFT_2015_Bsel_163763164 108
gshB_Ecol_16130848 118
yheD_Bsub_16078042 189
yheC_Bsub_16078043 101
Pjdr2DRAFT_0503_Psp._169185234 7
BH3655_Bhal_15616217 89
slr2002_Ssp_16330482 213
CPS_1871_Cpsy_71281643 222
SAG1821_Saga_22537960 478
PA3460_Paer_15598656 327
gsp_Ecol_122920697 491
Rv2411c_Mtub_15609548 339
RRSL_01956_Rsol_83748268 333
SSO1308_Ssol_15898149 298
PA14_65060_Paer_116053076 320
MSMEG_3017_Msme_118473643 377
BPSS0500_Bpse_53721536 354
plu2191_Plum_37526105 968
RoseRS_2616_Rsp._148656737 291
Bcep18194_A4990_Bsp._78066459 267
FRAAL4660_Faln_111224051 285
GSH2_Scer_151945585 317
consensus/70%
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262>PurK
303>PurT
337>PurP
316>PurD
868>CPS-C
326>CPS-N
315>acyl_coA_carboxylase
337\Butirosin_BtrJ
336/
384>Bacilysin_BacD
657\Friulimicin_DabC
299/
285>RimK
274>LysX
281>CofF
319\MptN
286/
410>Synapsin
285\RimK-like
475|fused_to_alpha+beta
475/
320\Ribo_pep_met
297/assoc
461\TupA
304/
287\GSC2-assoc
297|
285/
292\assoc_with
295/itransglut+7-TM
392\Sugar-transfer
551|-assoc
369/
386>TTL-like
346\prok_TTL-like
559/
295>D-Ala:D-Ala_ligase
659\MXAN_4097-like
312/
308>Glutathione_syn
440\YheC/D-like
350|
246/
353>assoc_TupA,SA,acylp
478\cya_synthetase
486/
750>GSC1+ATP_grasp
582>Cya_synthetase-like
355>GSP
214\cp_ATP-grasp
208|assoc_alpha-E
184/
195\Inac_cp_ATP-grasp
252|fused_alpha-E
230/
840>PqqC+AminoT+cpATP-grasp
153>assoc_COOH-NH2_ligase
134>BtrJ-like_context
142>Friulimicin-like_context
174>euk_glutathione_syn
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